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BeyoRT™ II ¢cDNA& BKid 7 & (with gDNA Eraser)
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D71708 BeyoRT™ II cDNA A ARl & (with gDNA Eraser) 201K
D7170M BeyoRT™ II cDNA % iR 1R & (with gDNA Eraser) 100X
D7170L BeyoRT™ II cDNA % iR 1R & (with gDNA Eraser) 500K
GRiE AT :
2 R4 K] BeyoRT™ I cDNA 4 ik 7 & (with gDNA Eraser), EJJ BeyoRT™ II First Strand cDNA Synthesis Kit with gDNA

Eraser, /& — M AE =24 F2 g « PRI 2 BR BRI 41 DNA(genomic DNA, gDNA)i5 4, 348 ] BeyoRT™ IT M-MLV Jx %3¢l (RNase
H-)FH T BLE RNA. mRNA SNBR = 7 5% & il cDNA [ &

> AR AR5, WTULEEH TR0 # PCR, real-time PCR H#{5E & PCR(quantitative PCR, qPCR).
> AR &S 1 gDNA Eraser, G843 R £ FE M TP AOFE N 41 DNA(gDNA)S 4, Ml J5 221 qPCR 45 5 5 v . &2 RNA
FEfL I gDNA Eraser 7E 37°C W#H 2 70%h, BRI 2L BRI B gDNA #5545, M AT U R0 % 5 RNA H1E) gDNA %f
TJa%k qPCR EEMTFH. H—T5iH, WHBT R qPCR 51M¥it, TR #EATE NS 758t
> gDNA Eraser N2 T-# i 3 A5 82705 B8 PCR 5E & PCR . HH T [ % 36 25 P R 57 1141 g@DNA Eraser FI 4, 438 gDNA
Eraser X025 [¥] RNA FF & 7T UL BT I3 55 OB LA B B cDNA. Je 24 S Fl -F 5 B PCR 8% qPCR, PCR [¥195 KA1 2 1
BE 74 R4 gDNA Eraser, [Fl AN A$H 0 gDNA Eraser 5 T J& 22 /()% ¥ PCR B{ qPCR ) T#.
> ARG AR T R0 BeyoRT™ I M-MLV S 3 (RNase H-)o 50— Firi i it RIUL A 0 556 5456, 6 RNase H %14,
SO FE . RAENL . KK
> ARRAEFH BeyoRT™ II M-MLV X ¥ 3F(RNase H-)AFe e M m, FOGRMIEEA 42-45°C, {H25EEIAF] 50°C B4 H
AREEE, HAT3RS80= 7 2 cDNA.
> HTHBUN 20 TTTHT cDNA 35— & R NI, AT & A R 2R 2 85 70 3l 2EAT 20, 100 21 500 4> RNA # i ) gDNA
Z:BRA cDNA 5 —5E 15 il
ZESTLY
k] 77 i 44 PR (28
D7170S-1 5X gDNA Eraser Buffer 40ul
D7170S-2 5X RT Buffer 80ul
D7170S-3 BeyoRT™ I M-MLV J % 3 i (RNase H-) 40ul
D7170S-4 10X RT Primer Mix 40ul
D7170S-5 DEPC-treated Water 0.3ml
— LIPS 16}
R PR %
D7170M-1 5X gDNA Eraser Buffer 200pl
D7170M-2 5X RT Buffer 400ul
D7170M-3 BeyoRT™ II M-MLV % #% 5% i (RNase H-) 200pl
D7170M-4 10X RT Primer Mix 200ul
D7170M-5 DEPC-treated Water 1.5ml
— PULLRE 1473
LIk 77 i 44 PR (283
D7170L-1 5X gDNA Eraser Buffer Iml
D7170L-2 5X RT Buffer 2ml
D7170L-3 BeyoRT™ Il M-MLV & #% 5t i} (RNase H-) Iml
D7170L-4 10X RT Primer Mix Iml
D7170L-5 DEPC-treated Water 7.5ml
— PULLRE 1473
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> AP RAUR T N G RIRAEE R, A TR Wiy, AT EREZ s, MR T EHEEEN.
> N T Z MR, 55 KRR T BRI,

{EBIRRR
ZEBRRNARES HHIZEF HDNA.

a.

b.

PR Total RNA, 5X gDNA Eraser Buffer/EvK L fi##%, 5X RT Buffer. 10X RT Primer Mix. DEPC-treated WaterfE =i
(15-25°C)fER, MR Je IR B 10K b o 88 FH K B Ao Y VOOTHE &) R 0 A P AT VA I B A IR
RNAMRPE(ATEAR), HERNAFEMTECSCHRAT T NS min/5, SLEVE TUOK AR . AP E, X TH%F
JS R DR ZEAE BIRNART LA U 5 SO s R 80% o WIS IR R, SO0 TR B W 2 TBIR . R TP REAE
i, TEAZEERIIgDNA Eraser Buffer.

N R TOK EECHI R SITR AW, N T PRAIE OSLIREC ) A 1, 30 AT &0 REIN , B2 5 4% R s R 4i+1 (1) 2= L] Master
Mix, K5 RERENRNEY, RIFIMA RNA # i,

d.

%l fEH &
5X gDNA Eraser Buffer 2ul
Total RNA up to 1pg*
DEPC-treated Water To 10ul
SRR 10ul

*HR 20 S B SR e AR 2, BT E T 10pg® 1 pgff) Total RNA,  #3{# F0.5-1pgfi Total RNA .
FEPCRAY E 8K, 37°CH} & 2min. HEE TUK FISCE .

S He 3 SN

a.

2X Master Mix FIECH]: R PVRECHITEEUK Lt 47. AT BRIE R SR ECHI R HERAPE, BT S USRI, B o $e s N 4+1
() L A Master Mix, 4R J5 70235 10ul BI)43 SN B b F8 3008 50 SERIIEAT SO S O o F22 18 T 28 110 s 2 53 S i Ak 2 i il
REW . MR R AT R SLY, N T 7 EEME, AT LLHUEH SX RT Buffer A1 10X RT Primer Mix #47 2:1 1R &, #
LT AE-20°C BB ARAT

%l &
5X RT Buffer* 4pl
10X RT Primer Mix** 2ul
BeyoRT™ II M-MLV [ 2l
3%l (RNase H-)***
DEPC-treated water 2ul
BEARF(2X Master Mix) 10ul

*& Mg™ fl dNTP.,
**Qligo dT Primer A1 Random Hexamers &A%
***4 RNase Inhibitor.
¥ E— S BEHILFH 2X Master Mix, 4323 10 pl EB 5 1 B30 10pl B F=Y09, 780085
42°C % E 60 min LT [ B, FifiJE 80°C 1 & 10 min S S % B Ja T oK o
HE: WT WS RE0E GC SRR, T LM & RFEFIRER 50°C, DU % 5 a0k .
#3311 cDNA FJZEIEL-20°C A7 S5 T qPCR.H L PCR 45 J5 225056 . -20°C ¥R AF 1) cDNA Ff iy, Gl 5 B AE LN
KT R 5925 5 7E-80°C {147 . cDNA LG id 2 i) f B vk il

% Do) :

1. BRNAREFF=YHEEMEAT.
JREGSE P T IR B 3R, AR I AR 5 LR, RS EE R IR/ TR E, JFHA RNA FIRE R
FEIIRNMBAI AT, DR B R S RNA S 5 5% =) B r Tk W 2 2 R AR B o

2. L@ PCRY Y BEAT r 7 R 2% S qPCREGI B 5, BUE 5 I LEIR
a. PCRY MYBA IAG R 45 S B SE  Flactine. GAPDHZAE AN S HEATPCRY 1Y, HR&E AT LURINY 1. Wi ar Lk
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1, JIULHIPCRY M4k R W d, ULAEE 2 B MERKSIE TR, LR HE RS RERYRERE. R
WS ABEM R IF MLy 4, U175 AT BEPCRAR RAFAE I BB BY S % S P= W i B R o

TEARRNAR A T PR T L3l P4 i B4 21 1) S RN A IS L vk S5 1% 0] DU BIT5 T 18SF128S rRNA H, F£H28S
rRNAF18S rRNAMIZEE LI B 1% K T4 T2.00 @R EHI/NT2.0, MIFR/RERNAKRAE T B35 1IFEAR, B ne E 3 H &
RNAFE fh o BERRNAFERRN EZE 7002, MR TRNARIADCERAE, B EEFE, MO R, EdEI s i
P& RNA, DU 2B HRNaseis 4L,
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. BERRNAMALE K. EIEEZILRNAM RS, FRRAEER I — 2 tnZmy . SDS. EDTA. IN3h. MR, £=f

B 2R WREIESS Ml SO B T . SIRNARES AT AL, BT . VelR IR AR, 8 v LG Rk
VREA TS A . 3 H R AE T 28 5 K [ BeyoZol B Trizol F1 2 3145 R A RNA 58 4 1T LA 2 52 6 3% S N7 (1 75 8L

SRS RN AR AN AL o FEFIRFRAG S RNA ST, 7EHET — LU A i B AG I i3i % 2 E T DNase AL, LAFE 4 5B AT
AE 5% B DNA R T3 . DNase IHEATHRIERT, T EMAEDTAE LR A2.5mM, 5 NUIRNATERE EAEFIHBR T,
TEMNFGTFE R B G WK, W FEEREA L. hsh, ke RnT, 72 Az RN AS o mrs s, FIFE
RIS I BT B FISE R B SO A e e o FZSE DR =F FE AR A X 4 2R sl A A S g AT SO S MIPCR Y 1Y, il & T
FAR &I /D T PCRY™ 3 2k W

qPCRAGM LR 5 825 5 MR, B R/ T RCHUREERAE RN, SICimEMA; R TR R B R,
qQPCRAIA R 1K S B S r=pits it 2, T4 T PCRISE, I8 H 78 i1 B PCR s N A4 28 H 1) S5 3 53 S IBE 7= ) e - 4% 1) 7
10%LAF, S2hRqPCRISG I ESH /b, 5 ERNABIR B & GCE A S K — R &Ky, B o] DL pR 30 s 6 7 i R v )
45-50°C.

X ~am:

LI ILLE 2L 5%
D7153 BeyoRT™ M-MLV J % 3% fiff 2000U
D7159 BeyoR™ M-MLV % #% 5l (RNase H-) 2000U

D7160S BeyoRT™ II M-MLV % # 5% i (RNase H-) 10KU
D7160M BeyoRT™ II M-MLV % #% 5% i (RNase H-) S0KU
D7160L BeyoRT™ II M-MLV % # 5% i (RNase H-) 200KU
D7166 BeyoRT™ cDNA % —%f A il A7 & (RNase H-) 10K
D7168S BeyoRT™ II cDNA 5 — 55 & R & (RNase H-) 201K
D7168M BeyoRT™ II cDNA 5 — 554 R & (RNase H-) 100K
D7168L BeyoRT™ II cDNA 5 —#% & itk /1) & (RNase H-) 5007%
D7170S BeyoRT™ II cDNA A ARl & (with gDNA Eraser) 201K
D7170M BeyoRT™ II cDNA A ARl & (with gDNA Eraser) 100K
D7170L BeyoRT™ II cDNA & il 177 & (with gDNA Eraser) 5009%
D7172 cDNAZ 85 & il & 10K
D7205 Taq DNA Polymerase 200U
D7207 Taq DNA Polymerase 1000U
D7216 Pfu DNA Polymerase 200U
D7217 Pfu DNA Polymerase 1000U
D7218 BeyoTaq DNA Polymerase 200U
D7219 BeyoTaq DNA Polymerase 1000U
D7226 GC-rich PCR Buffer (4743 %%) Foml
D7228 2X PCR Master Mix 400X
D7232 PCR Kit with Taq 400X
D7233 PCR Kit with Taq 2000%
D7237 PCR Kit with BeyoTaq 4001k
D7251 Easy-Load™ PCR Master Mix (Blue, 2X) 400K
D7255 Easy-Load™ PCR Master Mix (Green, 2X) 400K
D7259 Easy-Load™ PCR Master Mix (Orange, 2X) 400X
D7371 dNTP Mixture (2.5mM each) Iml
D7373 dNTP Mixture (25mM each) 250ul
RO011 Beyozol (A RNAHHHZAF]) 100ml
RO016 Trizol (ERNAHHFZEIRF]) 100ml
R0021 DEPC7K(DNase. RNase free) 100ml
R0022 DEPC7/K(DNase. RNase free) 500ml
R0O102 RNase Inhibitor 2000U
ST036 DEPC 10g
3£ FA A 7= mm B 3Tk =
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https://www.ncbi.nlm.nih.gov/pubmed/?term=Strontium+chondroitin+sulfate/silk+fibroin+blend+membrane+containing+microporous+structure+modulates+macrophage+responses+for+guided+bone+regeneration.
https://www.ncbi.nlm.nih.gov/pubmed/?term=Strontium+chondroitin+sulfate/silk+fibroin+blend+membrane+containing+microporous+structure+modulates+macrophage+responses+for+guided+bone+regeneration.
https://www.ncbi.nlm.nih.gov/pubmed/?term=Three-dimensional+Printed+Mg-Doped+%CE%B2-TCP+Bone+Tissue+Engineering+Scaffolds:+Effects+of+Magnesium+Ion+Concentration+on+Osteogenesis+and+Angiogenesis+In+Vitro.
https://www.ncbi.nlm.nih.gov/pubmed/?term=Three-dimensional+Printed+Mg-Doped+%CE%B2-TCP+Bone+Tissue+Engineering+Scaffolds:+Effects+of+Magnesium+Ion+Concentration+on+Osteogenesis+and+Angiogenesis+In+Vitro.
https://www.ncbi.nlm.nih.gov/pubmed/?term=Fabrication+of+strontium+Eucommia+ulmoides+polysaccharides+and+in+vitro+evaluation+of+their+osteoimmunomodulatory+property.
https://www.ncbi.nlm.nih.gov/pubmed/?term=Fabrication+of+strontium+Eucommia+ulmoides+polysaccharides+and+in+vitro+evaluation+of+their+osteoimmunomodulatory+property.

	 碧云天生产的BeyoRT™ II cDNA合成试剂盒(with gDNA Eraser)，即BeyoRT™ II First Strand cDNA Synthesis Kit with gDNA Eraser，是一种能高效、稳定、快速去除基因组DNA(genomic DNA, gDNA)污染，并使用BeyoRT™ II M-MLV反转录酶(RNase H-)用于以总RNA、mRNA等为模板反转录合成cDNA的试剂盒。
	 使用本试剂盒合成的第一链，可以直接用于后续的常规PCR、real-time PCR也称定量PCR(quantitative PCR, qPCR)。
	 本试剂盒中含有的gDNA Eraser，能有效去除样品中的基因组DNA(gDNA)污染，从而使后续的qPCR结果更加准确。总RNA样品中加入gDNA Eraser在37ºC孵育2分钟，即可有效去除残留的gDNA污染，从而可以有效避免总RNA中的gDNA对于后续qPCR定量的干扰。另一方面，也有助于简化qPCR引物设计，无需进行跨内含子引物设计。
	 gDNA Eraser不会干扰反转录和后续的常规PCR或定量PCR。由于反转录缓冲液中含有抑制gDNA Eraser的成分，经过gDNA Eraser处理后的RNA样品可以直接进行反转录反应以合成cDNA。后续如果用于常规PCR或qPCR，PCR的首次变性条件能充分失活gDNA Eraser，因此不必担心gDNA Eraser对于后续的常规PCR或qPCR的干扰。
	 本试剂盒提供了高效的BeyoRT™ II M-MLV反转录酶(RNase H-)。这是一种通过改造和优化的反转录酶，无RNase H活性，反转录效率高、热稳定性好、产物长度长。
	 本试剂盒中的BeyoRT™ II M-MLV反转录酶(RNase H-)热稳定性高，最适反应温度为42-45ºC，但当温度达到50ºC时仍具有很高活性，且可获得较高产量的cDNA。
	 用于体积为20微升的cDNA第一链合成反应时，本试剂盒的不同包装足够分别进行20，100或500个RNA样品的gDNA去除和cDNA第一链的合成。
	c. 按下表成分于冰上配制反应混合液，为了保证反应液配制的准确性，进行各项反应时，应先按照反应数+1的量配制Master Mix，然后再分装到每个反应管中，最后加入RNA样品。
	反转录反应
	a. 2X Master Mix的配制：反应液配制请在冰上进行。为了保证反应液配制的准确性，进行各项反应时，应先按反应数+1的量配制Master Mix，然后分装10μl到每反应管中。轻柔混匀后立即进行反转录反应。按照下表的反转录反应体系配制混合液。如果经常进行反转录实验，为了方便操作，可以预先将5X RT Buffer和10X RT Primer Mix进行2:1混合，该混合液可在-20ºC稳定保存。
	*含Mg2+和dNTP。
	**Oligo dT Primer和Random Hexamers混合物。
	***含RNase Inhibitor。
	b. 将上一步骤配制好的2X Master Mix，分装10 μl到步骤1所得的10μl反应产物中，充分混匀。
	c. 42ºC孵育60 min以进行反转录反应，随后80ºC孵育10 min失活反转录酶后放于冰上。
	d. 得到的cDNA可立即或-20ºC冻存后用于qPCR、常规PCR等后续实验。-20ºC冻存的cDNA样品，通常宜在半年内使用；长期存放建议分装后在-80ºC保存。cDNA宜避免过多的反复冻融。
	反转录产物由于是从模板反转录而获得，而模板的量本身比较低，反转录的量通常还要少于模板量，并且总RNA的反转录产物大小很不均匀，因此通常总RNA的反转录产物直接电泳观察是观察不到的。

